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RAW SEQUENCE LISTING 
ERROR REPORT 



3TECHNOLOGY 
SYSTEMS- 
BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: Q 
Source: _ ® ^ 

Date Processed by STIC: _ 



ml 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4211 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: Datin211iclD@usDto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: Datin31ielD@uSDto.gOV or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3,0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July I, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www-uspto.gov/web/ofrices/pac/checker' 



Raw Sequence LisClnf Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 

ATTN: NEW RULES CASES; PLEASE DISREGARD ENGLISH -ALPHA" HEADERS. WHiai WERE INSERTED DY PTO SOn 



SERIAL NUMBER: _23^26 6 



1 Wrapped Nuckici 

Wrapped Aminos 



The numberAcxl tt the end of each line **wrappcd** down lo Ihe next line. Jhis may occur if your fjJc 
was retrieved in a word proccasor «fUr creating it. Pleaie adjust your right margin to .3; this will 
prevent •trapping." 



_lnvalid Line Length The njle$ require thai a line not exceed 73 characters in length, this includes while spaces. 



_MisaIigned Amino 
Numbering 

Non-ASCII 



5 _VariibIc Length- 



6 Patcntin 2.0 

*l)Ug** 



7 SVjppcd Sequences 

(OLD RULES) 



The numbering under each 5* amino acid is misaligned Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not uved in ASCII(DOS) text, as required by Ihe Sequence Rules. Please 
ensure youriubsequenC aubmlsa Ion U aaved In ASCII tert. 

^' ■ , V 

Sequencc(s) contain n's or Xaa*i representing more thah one residue. Per Sequence Rules, 

each n or Xaa can only represent a tingle residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<723> section that some nuy be missing. 

A "bug** in Patcntin version 2.0 has cfu^ed fife <220>'-<223>«<clion lo be mtssing from amino acid 

sequence$(s} . Normally, Palentln would'automaticalfjr, gcticnite this section from the 

previously coded nucleic acid sequence. Please manually copy lh« relevant <220>-<223> section lo 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
ArtincUl or Unknown sequences. 

Scqucnce(s) missing. If intentional, please insert the foUo\ving lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X** is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do opt insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION.SEQ ID NO:X: (insert SEQ ID.NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



8 Skipped Sequences' 

^ Use of n*t or Xaa'i 

(NEW RULES) 



10 Invalid <2I3> 

Response 

II Useor<220> 



Sequcncc(s) 



missing, irintcnllonal, please insert the following lines for each skipped sequence. 



<210> ^quence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa'i have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's trc present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <2 1 3> responses are: UrJtnown, Artificial Sequence, or 
scieniific'rume(Ocnus/spocics). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequencc(s) 



missing the <220> "Feature** and associated numeric identifiers and responses. 



Use of <220> lo <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"UnJtnown." Please explain source of genetic material in <220> lo <223> section. 
(See-FedcralRcgtstcr," 06/0 1/1998, Vol. 63, No. 104. pp. 29631-32) (Sec. L823 of Sequence Rules) 



Please do not use "C^py lo Disk" function of Patentin version 2.0. This causes a corrupted Hie. 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 

13 ■ Misuse of n ' h can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



12 Patcntin 2.0 

"bug" 



AMC/MH - Biotechnology Systems Branch - OS/2 1/2001 



Page 1 of 8 



OIPE 



RAW SEQUENCE LISTING DATE: 09/19/2001 

PATENT APPLICATION: US/09/766 , 511A TIME: 10:55:29- 

Input Set : A:\10L47_61.app 

Output Set: N : \CRF3\09192001\I766511A, raw 

3 <110> APPLICANT: MCCARTHY, Sean A 

4 FRASER, Christopher C 

5 SHARP, John D DoGS Not Comply 

6 BARNES, Thomas s Corrected Diskette Needed 

7 KIRST, Susan J 

8 MYERS, Paul S 

9 WRIGHTON, Nicholas 

10 GOODEARL, Andrew 

11 HOLTZMAN, Douglas A 

12 KHODADOUST, Mehran M 

14 <120> TITLE OF INVENTION: NOVEL GENES ENCODING PROTEINS HAVING PROGNOSTIC, 

15 DIAGNOSTIC, PREVENTIVE, THERAPEUTIC, AND OTHER USES 
17 <130> FILE REFERENCE: 210147 . 006 5/65US 
19 <140> CURRENT APPLICATION NUMBER: 09/766, 511A 

C--> 20 <141> CURRENT FILING DATE: 2001-08-31 cW-^ 

22 <150> PRIOR APPLICATION NUMBER: US 09/578,063 

23 <151> PRIOR FILING DATE: 2000-05-24 

25 <150> PRIOR APPLICATION NUMBER: US 09/333,159 

26 <151> PRIOR FILING DATE: 1999-06-14 

28 <150> PRIOR APPLICATION NUMBER: US 09/596,194 

29 <151> PRIOR FILING DATE: 2000-06-16 

31 <150> PRIOR APPLICATION NUMBER: US 09/342,364 

32 <151> PRIOR FILING DATE: 1999-06-29 

34 <150> PRIOR APPLICATION NUMBER: US 09/608,452 

35 <151> PRIOR FILING DATE: 2000-06-30 

37 <150> PRIOR APPLICATION NUMBER: US 09/393,996 

38 <151> PRIOR FILING DATE: 1999-09-10 

40 <150> PRIOR APPLICATION NUMBER: US 09/345,680 

41 <151> PRIOR FILING DATE: 1999-06-30 
4 3 <160> NUMBER OF SEQ ID NOS : 85 
4 5 <170> SOFTWARE: Patentin Ver . 2.1 

47 <210> SEQ ID NO: 1 

48 <211> LENGTH: 2964 
4 9 <212> TYPE: DNA 
50 <213> ORGANISM: Homo sapiens 

52 <400> SEQUENCE: 1 

53 gtcgacccac gcgtccgcgg acgcgtgggg acggctcccg gctgcagtct gcccgcccgc 60 

54 cccgcgcggg ggccgagtcg cgaagcgcgc ctgcgacccg gcgtccgggc gcgctggaga 120 

55 ggacgcgagg agccatgagg cgccagcctg cgaaggtggc ggcgctgctg ctcgggctgc 180 

56 tcttggagtg cacagaagcc aaaaagcatt gctggtattt cgaaggactc tatccaacct 240 

57 attatatatg ccgctcctac gaggactgct gtggctccag gtgctgtgtg cgggccctct 300 

58 ccatacagag gctgtggtac ttctggttcc ttctgatgat gggcgtgctt ttctgctgcg 360 

59 gagccggctt cttcatccgg aggcgcatgt accccccgcc gctgatcgag gagccagcct 420 

60 tcaatgtgtc ctacaccagg cagcccccaa atcccggccc aggagcccag cagccggggc 480 

61 cgccctatta cactgaccca ggaggaccgg ggatgaaccc tgtcgggaat tccatggcaa 540 

62 tggctttcca ggtcccaccc aactcacccc aggggagtgt ggcctgcccg ccccctccag 600 

63 cctactgcaa cacgcctccg cccccgtacg aacaggtagt gaaggccaag tagtggggtg 660 



file://C:\Crf3\Outhold\VsrI7665 1 1 A.htm 



9/19/01 



RAW SEQUENCE LISTING DATE: 09/19/2001 

PATENT APPLICATION: US/09/766 , 511A TIME: 10:55:29 



1980 
2040 



Input Set : A:\10147_61.app 

Output Set: N:\CRF3\09192001\I766511A.raw 

64 cccacgtgca agaggagaga caggagaggg cctttccctg gcctttctgt cttcgttgat 720 

65 gttcacttcc aggaacggtc tcgtgggctg ctaagggcag ttcctctgat atcctcacag 780 

66 caagcacagc tctctttcag gctttccatg gagtacaata tatgaactca cactttgtct 840 

67 cctctgttgc ttctgtttct gacgcagtct gtgctctcac atggtagtgt ggtgacagtc 900 

68 cccgagggct gacgtcctta cggtggcgtg accagatcta caggagagag actgagagga 960 

69 agaaggcagt gctggaggtg caggtggcat gtagaggggc caggccgagc atcccaggca 1020 

70 agcatccttc tgcccgggta ttaataggaa gccccatgcc gggcggctca gccgatgaag 1080 

71 cagcagccga ctgagctgag cccagcaggt catctgctcc agcctgtcct ctcgtcagcc 1140 

72 ttcctcttcc agaagctgtt ggagagacat tcaggagaga gcaagcccct tgtcatgttt 1200 

73 ctgtctctgt tcatatccta aagatagact tctcctgcac cgccagggaa gggtagcacg 1260 

74 tgcagctctc accgcaggat ggggcctaga atcaggcttg ccttggaggc ctgacagtga 1320 

75 tctgacatcc actaagcaaa tttatttaaa ttcatgggaa atcacttcct gccccaaact 1380 

76 gagacattgc attttgtgag ctcttggtct gatttggaga aaggactgtt acccattttt 1440 

77 ttggtgtgtt tatggaagtg catgtagagc gtcctgccct ttgaaatcag actgggtgtg 1500 

78 tgtcttccct ggacatcact gcctctccag ggcattctca ggcccggggg tctccttccc 1560 

79 tcaggcagct ccagtggtgg gttctgaagg gtgctttcaa aacggggcac atctggctgg 1620 

80 gaagtcacat ggactcttcc agggagagag accagctgag gcgtctctct ctgaggttgt 1680 

81 gttgggtcta agcgggtgtg tgctgggctc caaggaggag gagcttgctg ggaaaagaca 174 0 

82 ggagaagtac tgactcaact gcactgacca tgttgtcata attagaataa agaagaagtg 1800 

83 gtcggaaatg cacattcctg gataggaatc acagctcacc ccaggatctc acaggtagtc 1860 

84 tcctgagtag ttgacggcta gcggggagct agttccgccg catagttata gtgttgatgt 1920 

85 gtgaacgctg acctgtcctg tgtgctaaga gctatgcagc ttagctgagg cgcctagatt 

86 actagatgtg ctgtatcacg gggaatgagg tgggggtgct tattttttaa tgaactaatc 

87 agagcctctt gagaaattgt tactcattga actggagcat caagacatct catggaagtg 2100 

88 gatacggagt gatttggtgt ccatgctttt cactctgagg acatttaatc ggagaacctc 2160 

89 ctggggaatt ttgtgggaga cacttgggaa caaaacagac accctgggaa tgcagttgca 2220 

90 agcacagatg ctgccaccag tgtctctgac caccctggtg tgactgctga ctgccagcgt 2280 

91 ggtacctccc atgctgcagg cctccatcta aatgagacaa caaagcacaa tgttcactgt 2340 

92 ttacaaccaa gacaactgcg tgggtccaaa cactcctctt cctccaggtc atttgttttg 2400 

93 catttttaat gtctttattt tttgtaatga aaaagcacac taagctgccc ctggaatcgg 2460 

94 gtgcagctga ataggcaccc aaaagtccgt gactaaattt cgtttgtctt tttgatagca 2520 

95 aattatgtta agagacagtg atggctaggg ctcaacaatt ttgtattccc atgtttgtgt 2 580 

96 gagacagagt ttgttttccc ttgaacttgg ttagaattgt gctactgtga acgctgatcc 2640 

97 tgcatatgga agtcccactt tggtgacatt tcctggccat tcttgtttcc attgtgtgga 2 700 

98 tggtgggttg tgcccacttc ctggagtgag acagctcctg gtgtgtagaa ttcccggagc 2760 

99 gtccgtggtt cagagtaaac ttgaagcaga tctgtgcatg cttttcctct gcaacaattg 2820 

100 gctcgtttct cttttttgtt ctcttttgat aggatcctgt ttcctatgtg tgcaaaataa 2880 

101 aaataaattt gggcaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2940 

102 aaaaaaaaaa aaaagggcgg ccgc 2964 

105 <210> SEQ ID NO: 2 

106 <211> LENGTH: 516 

107 <212> TYPE: DNA 

108 <213> ORGANISM: Homo sapiens 

110 <400> SEQUENCE: 2 

111 atgaggcgcc agcctgcgaa ggtggcggcg ctgctgctcg ggctgctctt ggagtgcaca 6 0 

112 gaagccaaaa agcattgctg gtatttcgaa ggactctatc caacctatta tatatgccgc 120 

113 tcctacgagg actgctgtgg ctccaggtgc tgtgtgcggg ccctctccat acagaggctg 180 

114 tggtacttct ggttccttct gatgatgggc gtgcttttct gctgcggagc cggcttcttc 240 

115 atccggaggc gcatgtaccc cccgccgctg atcgaggagc cagccttcaa tgtgtcctac 300 
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RAW SEQUENCE LISTING DATE: 09/19/2001 

PATENT APPLICATION: US/09/766 , 511A TIME: 10:55:29 

Input Set : A:\10147_61.app 

Output Set: N:\CRF3\09192001\I766511A.raw 

116 accaggcagc ccccaaatcc cggcccagga gcccagcagc cggggccgcc ctattacact 360 

117 gacccaggag gaccggggat gaaccctgtc gggaattcca tggcaatggc tttccaggtc 420 

118 ccacccaact caccccaggg gagtgtggcc tgcccgcccc ctccagccta ctgcaacacg 480 

119 cctccgcccc cgtacgaaca ggtagtgaag gccaag 516 

122 <210> SEQ ID NO: 3 

123 <211> LENGTH: 172 

124 <212> TYPE: PRT 

12 5 <213> ORGANISM: Homo sapiens 
12 7 <4 00> SEQUENCE: 3 



128 


Met 


Arg 


Arg 


Gin 


Pro 


Ala 


Lys 


Val 


Ala 


Ala 


Leu 


Leu 


Leu 


Gly 


Leu 


Leu 


129 


1 








5 










10 










15 




131 


Leu 


Glu 


Cys 


Thr 


Glu 


Ala 


Lys 


Lys 


His 


Cys 


Trp 


Tyr 


Phe 


Glu 


Gly 


Leu 


132 








20 










25 










30 






134 


Tyr 


Pro 


Thr 


Tyr 


Tyr 


He 


Cys 


Arg 


Ser 


Tyr 


Glu 


Asp 


Cys 


Cys 


Gly 


Ser 


135 






35 










40 










45 








137 


Arg 


Cys 


Cys 


Val 


Arg 


Ala 


Leu 


Ser 


He 


Gin 


Arg 


Leu 


Trp 


Tyr 


Phe 


Trp 


138 




50 










55 










60 










140 


Phe 


Leu 


Leu 


Met 


Met 


Gly 


Val 


Leu 


Phe 


Cys 


Cys 


Gly 


Ala 


Gly 


Phe 


Phe 


141 


65 










70 










75 










80 


143 


He 


Arg 


Arg 


Arg 


Met 


Tyr 


Pro 


Pro 


Pro 


Leu 


He 


Glu 


Glu 


Pro 


Ala 


Phe 


144 










85 










90 










95 




146 


Asn 


Val 


Ser 


Tyr 


Thr 


Arg 


Gin 


Pro 


Pro 


Asn 


Pro 


Gly 


Pro 


Gly 


Ala 


Gin 


147 








100 










105 










110 






149 


Gin 


Pro 


Gly 


Pro 


Pro 


Tyr 


Tyr 


Thr 


Asp 


Pro 


Gly 


Gly 


Pro 


Gly 


Met 


Asn 


150 






115 










120 










125 








152 


Pro 


Val 


Gly 


Asn 


Ser 


Met 


Ala 


Met 


Ala 


Phe 


Gin 


Val 


Pro 


Pro 


Asn 


Ser 


153 




130 










135 










140 










155 


Pro 


Gin 


Gly 


Ser 


Val 


Ala 


Cys 


Pro 


Pro 


Pro 


Pro 


Ala 


Tyr 


Cys 


Asn 


Thr 


156 


145 










150 










155 










160 


158 


Pro 


Pro 


Pro 


Pro 


Tyr 


Glu 


Gin 


Val 


Val 


Lys 


Ala 


Lys 











159 165 170 

162 <210> SEQ ID NO: 4 

163 <211> LENGTH: 22 

164 <212> TYPE: PRT 

165 <213> ORGANISM: Homo sapiens 

167 <400> SEQUENCE: 4 

168 Met Arg Arg Gin Pro Ala Lys Val Ala Ala Leu Leu Leu Gly Leu Leu 

169 15 10 15 

171 Leu Glu Cys Thr Glu Ala 

172 20 

175 <210> SEQ ID NO: 5 

176 <211> LENGTH: 150 

177 <212> TYPE: PRT 

178 <213> ORGANISM: Homo sapiens 

180 <400> SEQUENCE: 5 

181 Lys Lys His Cys Trp Tyr Phe Glu Gly Leu Tyr Pro Thr Tyr Tyr He 

182 15 10 15 
184 Cys Arg Ser Tyr Glu Asp Cys Cys Gly Ser Arg Cys Cys Val Arg Ala 
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RAW SEQUENCE LISTING DATE: 09/19/2001 

PATENT APPLICATION: US/09/766 , 511A TIME: 10:55:29 

Input Set : A:\10147_61.app 











Output Set : 


N:\CRF3\09192001\I766511A.raw 






187 


Leu 


Ser 


lie 


Gin 


Arg 


Leu 


Trp 


Tyr 


Phe 


Trp 


Phe 


Leu 


Leu 


Met 






188 






35 










40 










45 








190 


Val 


Leu 


Phe 


Cys 


Cys 


Gly 


Ala 


Gly 


Phe 


Phe 


He 


Arg 


Arg 


Arg 






191 




50 










55 










60 










193 


Pro 


Pro 


Pro 


Leu 


lie 


Glu 


Glu 


Pro 


Ala 


Phe 


Asn 


Val 


Ser 


Tyr 


Thr 


Arcr 


194 


65 










70 










75 










80 


196 


Gin 


Pro 


Pro 


Asn 


Pro 


Gly 


Pro 


Gly 


Ala 


Gin 


Gin 


Pro 


Gly 


Pro 


Pro 


Tvr 
i y X 


197 










85 










90 










95 




199 


Tyr 


Thr 


Asp 


Pro 


Gly 


Gly 


Pro 


Gly 


Met 


Asn 


Pro 


Val 


Gly 


Asn 


Ser 


Met 


200 






100 










105 










110 






202 


Ala 


Met 


Ala 


Phe 


Gin 


Val 


Pro 


Pro 


Asn 


Ser 


Pro 


Gin 


Gly 


Ser 


Val 


Ala 


203 






115 










120 










125 








205 


Cys 


Pro 


Pro 


Pro 


Pro 


Ala 


Tyr 


Cys 


Asn 


Thr 


Pro 


Pro 


Pro 


Pro 


Tyr 


Glu 


206 


130 










135 










140 










208 


Gin 


Val 


Val 


Lys 


Ala 


Lys 






















209 


145 










150 























212 <210> SEQ ID NO: 6 

213 <211> LENGTH: 38 

214 <212> TYPE: PRT 

215 <213> ORGANISM: Homo sapiens 

217 <400> SEQUENCE: 6 

218 Lys Lys His Cys Trp Tyr Phe Glu Gly Leu Tyr Pro Thr Tyr Tyr He 

219 15 10 15 

221 Cys Arg Ser Tyr Glu Asp Cys Cys Gly Ser Arg Cys Cys Val Arg Ala 

222 20 25 30 

224 Leu Ser He Gin Arg Leu 

225 35 

228 <210> SEQ ID NO: 7 

229 <211> LENGTH: 21 

230 <212> TYPE: PRT 

2 31 <213> ORGANISM: Homo sapiens 
233 <400> SEQUENCE: 7 

2 34 Trp Tyr Phe Trp Phe Leu Leu Met Met Gly Val Leu Phe Cys Cys Gly 
235 15 10 15 

237 Ala Gly Phe Phe He 

238 20 

241 <210> SEQ ID NO: 8 

242 <211> LENGTH: 91 

243 <212> TYPE: PRT 

244 <213> ORGANISM: Homo sapiens 

246 <400> SEQUENCE: 8 

247 Arg Arg Arg Met Tyr Pro Pro Pro Leu He Glu Glu Pro Ala Phe Asn 

248 15 10 15 

2 50 Val Ser Tyr Thr Arg Gin Pro Pro Asn Pro Gly Pro Gly Ala Gin Gin 

251 20 25 30 

2 53 Pro Gly Pro Pro Tyr Tyr Thr Asp Pro Gly Gly Pro Gly Met Asn Pro 

254 35 40 45 

2 56 Val Gly Asn Ser Met Ala Met Ala Phe Gin Val Pro Pro Asn Ser Pro 

257 50 55 60 
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RAW SEQUENCE LISTING DATE: 09/19/2001 

PATENT APPLICATION: US/09/766 , 511A TIME: 10:55:29 



60 



Input Set : A:\I0147_61.app 

Output Set: N:\CRF3\09192001\I766511A.raw 

2 59 Gin Gly Ser Val Ala Cys Pro Pro Pro Pro Ala Tyr Cys Asn Thr Pro 
260 65 70 75 80 

262 Pro Pro Pro Tyr Glu Gin Val Val Lys Ala Lys 

263 85 90 
266 <210> SEQ ID NO: 9 

W--> 267 <400> SEQUENCE: 9 
W--> 268 000 

271 <210> SEQ ID NO: 10 
W--> 272 <400> SEQUENCE: 10 
W--> 273 000 

276 <210> SEQ ID NO: 11 

277 <211> LENGTH: 2915 

278 <212> TYPE: DNA 

279 <213> ORGANISM: Mus sp. 

281 <400> SEQUENCE: 11 

282 gtcgacccac gcgtccggcc gcgcgtcctt ctgccggctt cagctcgtat ccccggagtc 

283 cacccgcccg tcccggggtg cggactggcc ctgagctggc cgtacagccc ggcttcggac 120 

284 ggtcctcgct ggagccatgg gccgccggct cggcagggtg gcggcgctgc tgctcgggct 180 

285 gctagtggag tgcactgagg ccaaaaaaca ttgctggtat tttgaaggac tctatcccac 240 

286 atactatata tgccgttcct atgaagactg ctgtggctcc aggtgctgtg tgagggccct 300 

287 ttccatacag aggctgtggt atttttggtt cctgctgatg atgggtgtgc tgttctgctg 360 

288 tggtgccggt ttcttcattc gccggcgcat gtatccgcca ccactcattg aggagcccac 420 

289 attcaatgtg tcctatacca ggcagccacc aaatcctgct ccaggagcac agcaaatggg 480 

290 accgccatat tacaccgacc ctggaggacc cgggatgaat cctgttggca ataccatggc 540 

291 tatggctttc caggtccagc ccaattcacc tcacggaggc acaacttacc caccccctcc 600 

292 ttcctactgc aacacgcctc caccccccta tgaacaggtg gtgaaggaca agtagcaaga 660 

293 tgctacatca aaggcaaaga ggatggacag gcccttttgt ttaccttccc atcctcaccg 720 

294 atacttgctg atagggtggt ccaagggaaa acttggatat tctcaaagca agcccagctc 780 

295 tctttcaagt cttttgtgga ggacatttga atccacactg tctcctctgt tgcttctgtt 840 

296 tctgatgtag tctgtgctct ctgagagagt gtggcaacag tccctgaggg ttgatattcc 900 

297 tagggtgtcc agggtagatc ctcgggagag aggctaaggg gaaaggaagg catagcctgt 960 

298 gtgttagggg gcagataaag tggtcaggct gagataagac tcacatgatg cagtagttgg 1020 

299 cagtgaactt cgaagagaca ctatccacca tcccagccca ttctcctaat agaagctgtg 1080 

300 gggctgtgtt gttgatgctc tttggtctcc actcacattt tgaaaatagg ctttcctctg 1140 

301 caggaatagg aaagacccaa gtacatattt gcttccactt aaaaatgagg gtcagaacca 1200 

302 ggcctcagtt ggacatctat agttaaataa aggccattag agaggggaaa tctttaagtt 1260 

303 aggggaaatt ctctaaatgg agacattgcg ttttatgaat catcgtctgg cttttctttt 1320 

304 agtgcatgta ttgaagtgag ggtgtccttt gagatcagat ggggagagtg aactctgcgg 1380 

305 ggggtggggt gtctctactc agagggctcc aacacccttt tcttaggtag ttctggtgat 1440 

306 gggttttatg ggcactatag agctgagggg cacattaggc cgggtagtta cattgaccct 1500 

307 tggagaggaa gaggacagcc aaagaaactc agcaaagcaa gaccagcatt gctgagttag 1560 

308 agctagggtt gtatgtgatc ccaacagaga tgtgctggcc tcagaagagg ggacgtttgt 1620 

309 ggatagagcc gtgaaaacct acttagttgc acagatgaca taatcaaaag tagagaaaga 1680 

310 agtgtagtta gagatgccat ttcccaggtg agaatcagag ctcatccata gatttacaag 1740 

311 tagtggctgg agttaacagt atggagttct tttcccttgc gtagttagtc acgttgatgt 1800 

312 gtatttaaac ccaggttgag accttgtgta ctaagagcaa ggaagtatag ctaagatgtc 1860 

313 tagattattt atatgtagta tggtggggag tggggctgca aggaaggggg ctgacattgt 1920 

314 aaatgagaaa atcagagcca tttgataaac tgttacttgt tggatcaggc atccaaaagt 1980 

315 gtctcttgag tggacattga gtattcttta ccacctacaa gaccaggagg catggtgtca 2040 
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<210> 61 \_ ( 0.^ lJU 

<212> DNA a^UjAawyM- ,^,n nnJ^ 

<213> Mus sp. %X\ , ^ 




<400> 61 

gaactccccg gtgtcgaccc cgcgtcccga ttggcccgct ctgtggcatt taactcaagt 60 
gtgtgtggaa gttgattctg aactctggcc tctttgacag aagccaggtc cctgagtcgt 120 
attttggaga cagatgcaag aaacccctga ccttctgaac atacacctca acaatggtgc 1*80 
aggaaagaca atcccaaggg aagggagtct gctggaccct gagactctgg tcagctgctg 240 
tgatttccat gttactcttg agtacctgtt tcattgcgag ctgtgtggtg acttaccaat 300 
ttattatgga ccagcccagt agaagactat atgaacttca cacataccat tccagtctca 360 
cctgcttcag tgaagggact atggtgtcag aaaaaatgtg gggatgctgc ccaaatcact 420 
ggaagtcatt tggctccagc tgctacctca tttctaccaa ggagaacttc tggagcacca 480 
gtgagcagaa ctgtgttcag atgggggctc atctggtggt gatcaatact gaagcggagc 540 
agaatttcat cacccagcag ctgaatgagt cactttctta cttcctgggt ctttcggatc 600 
ccaaggtaat ggcaaatggc aatggatcga tgatactcct ttcagtcaaa atgtcaggtt 660 
ctggcacccc catgaaccca atcttccaga agagcggtgt gtttcaatag tttactggaa 720 
tccttcqaaa tggggctggg aatgatgttt tctgtgatag taaacacaat tcaatatgtg 780 
aaatgMna^ gattacctat gaatgcctgt tattcttaat a 821 



VERIFICATION SUMMARY DATE: 09/19/2001 

PATENT APPLICATION: US/09/766 , 511A TIME: 10:55:30 



:20 M:271 
:267 
:268 
:272 
:273 
:391 
:392 
:433 
:434 
:438 
:439 
:443 
:444 
:448 
:449 
:453 
:454 
:1749 
:1750 
:1754 



Input Set : A:\10147_61.app 

Output Set: N:\CRF3\09192001\I766511A.raw 

Current Filing Date differs ^ Replaced Current Filing Date 

parator/ <400> field identifier 
ipped Sequence, : Sequence Id (9) SEQUENCE: 



M 


283 


W 


Missing Blank Line 


M 


300 


W 


(50) Intentionally 


M 


283 


W 


Missing Blank Line 


M 


300 


W 


( 50 ) Intentionally 


M 


283 


W 


Missing Blank Line 


M 


300 


W 


(50) Intentionally 


M 


283 


W 


Missing Blank Line 


M 


300 


W 


( 50) Intentionally 


M' 


283 


W 


Missing Blank Line 


M. 


300 


W 


( 50) Intentionally 


M 


283 


W 


Missing Blank Line 


M: 


300 


W 


(50) Intentionally 


M 


283 


W 


Missing Blank Line 


M: 


300 


W 


( 50 ) Intentionally 


M. 


283 


w 


Missing Blank Line 


M: 


300 


w 


(50) Intentionally 



juence, : Sequence Id (10) 

<400> field identifier 
juence, : Sequence Id (14) 

<400> field identifier 
juence, : Sequence Id (16) 

<400> field identifier 
juence, : Sequence Id (17) 

<400> field identifier 
juence, : Sequence Id (18) 

<400> field identifier 
juence, : Sequence Id (19) 



SEQUENCE : 



SEQUENCE : 



SEQUENCE : 



SEQUENCE : 



SEQUENCE : 



SEQUENCE : 



SEQUENCE : 



ipped Sequence, : Sequence Id (20) 

M:283 W: Missing Blank Line separator, <400> field identifier 

M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (39) SEQUENCE 

M:283 W: Missing Blank Line separator, <400> field identifier 

1755 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (40) SEQUENCE 

1896 M:283 W: Missing Blank Line separator, <400> field identifier 

1897 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (44) SEQUENCE 

1901 M:283 W: Missing Blank Line separator, <400> field identifier 

1902 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (45) SEQUENCE 

1906 M:283 W: Missing Blank Line separator, <400> field identifier 

1907 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (46) SEQUENCE 

1911 M:283 W: Missing Blank Line separator, <400> field identifier 

1912 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (47) SEQUENCE 

1916 M:283 W: Missing Blank Line separator, <400> field identifier 

1917 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (48) SEQUENCE 

1921 M:283 W: Missing Blank Line separator, <400> field identifier 

1922 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (49) SEQUENCE 

1926 M:283 W: Missing Blank Line separator, <400> field identifier 

1927 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (50) SEQUENCE 

2118 M:283 W: Missing Blank Line separator, <400> field identifier 

2119 M:3'00 W: (50) Intentionally skipped Sequence, : Sequence Id (56) SEQUENCE 

2123 M:283 W: Missing Blank Line separator, <400> field identifier 

2124 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (57) SEQUENCE 

2128 M:283 W: Missing Blank Line separator, <400> field identifier 

2129 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (58) SEQUENCE 

2133 M:283 W: Missing Blank Line separator, <400> field identifier 

2134 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (59) SEQUENCE 
2209 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:61 

2209 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:61 

2326 M:283 W: Missing Blank Line separator, <400> field identifier 

2327 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (66) SEQUENCE 
2331 M:283 W: Missing Blank Line separator, <400> field identifier 
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Page 7 of 8 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/766 , 5 IlA 



DATE: 09/19/2001 
TIME: 10:55:30 



L:2332 
L:2336 
L:2337 
L:2341 
L:2342 
L:2346 
L:2347 
L:2517 
L:2518 
L:2522 
L:2523 
L:2527 
L:2528 
L:2532 
L:2533 
L:2537 
L:2538 
L:2542 
L:2543 
L:2547 
L:2548 



M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 
M:283 W 
M:300 W 



Input Set : A: \I0147_61 , app 

Output Set: N:\CRF3\09192001\I766511A.raw 



( 50 ) Intentionally 
Missing Blank Line 
( 50) Intentionally 
Missing Blank Line 
(50) Intentionally 
Missing Blank Line 
( 50 ) Intentionally 
Missing Blank Lin^e 
( 50 ) Intentionally 
Missing Blank Line 
( 50 ) Intentionally 
Missing Blank Line 
( 50 ) Intentionally 
Missing Blank Line 
( 50) Intentionally 
Missing Blank Line 
(50) Intentionally 
Missing Blank Line 
( 50 ) Intentionally 
Missing Blank Line 
( 50 ) Intentionally 



skipped Sequence, 
separator, <400> 
skipped Sequence, 
separator, <4 00> 
skipped Sequence, 
separator, <400> 
skipped Sequence, 
separator, <4 0 0> 
skipped Sequence, 
separator, <400> 
skipped Sequence, 
separator, <400> 
skipped Sequence, 
separator, <4 00> 
skipped Sequence, 
separator, <400> 
skipped Sequence, 
separator, <400> 
skipped Sequence, 
separator, <4 0 0> 
skipped Sequence, 



: Sequence Id (67 
field identifier 

: Sequence Id (68 
field identifier 

: Sequence Id (69 
field identifier 

: Sequence Id (70 
field identifier 

: Sequence Id (74 
field identifier 

: Sequence Id (75 
field identifier 

: Sequence Id (76 
field identifier 

: Sequence Id (77 
field identifier 

: Sequence Id (78 
field identifier 

: Sequence Id (79 
field identifier 

: Sequence Id (80 



SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
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